INTRODUCTION
Gene mapping has become one of the most interesting fields in genetics research. However, data available on animal gene mapping are still very few, as compared with present knowledge of the human gene map. During the last two decades, somatic cell hybridization has proven to be one of the most useful tools for gene mapping studies both in the human and in animal species (Pontecorvo, 1975) . In this report, we present our preliminary results in cattle gene mapping, obtained using this methodology.
MATERIALS AND METHODS
Somatic cell hybridization Somatic cell hybridization was performed as described by Pontecorvo (1975 (Heuertz, 1981) ; PGD: phosphogluconate dehydrogenase (Heuertz, 1981) (Heuertz, 1981) ; NP: nucleoside phosphorylase: buffers used by Womack and Moll (1986) (Echard et al, 1982; Heuertz and Hors-Cayla, 1981; Womack and Moll, 1986; Womack, 1990 
